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2012F% , PEIARPHIT&RSCISER > 2005E

IbFEEGEIFHATER . BBiE AR 2017 Nature

Ubiquitination and degradation of GBPs by a Shigella effector to

suppress host defence
Peng Li, WeiJiang, Qin Yu, Wang Liu, Ping Zhou, Jun Li, lunjie Xu, Bo Xu, Fengchao Wang and Feng Shao

BEEKXZE , B§FF 28 2017 Science

An interferon-independent IncRNA promotes viral
replication by modulating cellular metabolism

Pin Wang,' Junfang Xu,** Yujia Wang,” Xuetao Cao***+

PEIRGEYIFR , B8 KR 2016/ 17 Science Translational Medicine / Nature Communications

_ : : _ : Molecular determinants of human neutralizing
An UHEXDECtEd N-terminal |OOD in PD-1 dominates antibodies isolated from a patient infected with

binding by nivolumab Zika virus
2
Shuguang Tan'2*, Hao Zhang'?*, Yan Chai®*, Hao Seng?, Zhou Tong!, Qihui Wang', Jianxun Qi2, Gary Wong?,

Xiaodong Zhu®, William J. Liu®, Shan Gao?, Zhongfu Wang®, Yi ShiZ, Fuquan Yang®, George F. Gao24®
& Jinghua Yan'23

PESBASESE | BOER ST , TR 8 ’2016 Blood

Genome-wide studies identify a novel interplay between AML1 and AML1/ETO in t(8;21) acute myeloid leukemia.
LiY' wang H', Wang X', Jin W', Tan Y', Fang H?, Chen S3 Chen Z* Wang K*.

iBEXF FigHHR 2014 Nature

ZMYND11 Iinks histone H3.3K36me3 to transcription elongation and tumour suppression

;Eﬁjc"a"ﬂ Bﬁ—’&iﬁlﬁ 2014 Cell Research

Crystal structure and biochemical analysis of the heptameric Lsm1-7 complex.
zhou L', zhou ¥%, Hang 4% wan R* Luc* yanc3 shiv!.

PRIREAHIERR 25T R 2013 Nature Chemical Biology

Small-molecule modulation of Wnt signaling via modulating the Axin-LRP5/6 interaction.
Wang §', ¥in J, Chen D, Nie F, Sona X, Fei C, Miao H, Jing C, Ma W, Wang L, Xie S, Li C, Zeng R, Pan W, Hao X, Li L.
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immunology 2015 Zap70 Nature structural & 2016 Neddylatic Naturg Chemical 2017 Recognition of EGF-like domains by the Notch-modifying University of Toronto
Structural molecular biology activated | Biology O-fucosyltransferase POFUT 1
Blood 2015 antidote fi Nature 2016 Molecular Immunity 2017 HLA-F: A New Kid Licensed for Peptide Presentation plEelr] Ir?stltute' e Ay
Glutathior egg JUNC and Infectious Diseases
Nature 2015 — N TG Continuou Nature 2017 Computational design of trimeric influenza-neutralizing Uifersii & Wasiinsten
il overcome Biotechnology proteins targeting the hemagglutinin receptor binding site Y 9
) Isolation ¢ f Virus-like Particles Identify an HIV V1V2 Apex-Binding . .
L H | o ) h
Nature Medicine 2015 inﬁum;%%l Science 2016 e 2014 § Immunity e Neutralizing Antibody that Lacks a Protruding Loop NETERE ISifiiss @ [Eeli
8 Structural Immunization-Elicited Broadly Protective Antibody Reveals . .
A Unique SIS Z0le by protect cell 2017 Ebolavirus Fusion Loop as a Site of Vulnerability University of Maryland
Science 2014 Protective Glycine Substitution at Helix-to-Coil Transitions Facilitates )
Blocks Ar i
- Science 20le by a poter Immunity 2017 the Structural Determination of a Stabilized Subtype C HIV Thg SETPS RESET
Antibody YEp k Institute
Immunity 2014 immune [ Nature 2016 Comprehe Envelope Glycoprotein
phylogent Biotechnology Inhibitor S NEWIE 2017 Hypersensitive termination of the hypoxic response by a  The Scripps Research
Structure Nat Enhancing disordered protein switch Institute
Nature 2014 HIV-LEn  Biot ahurel 2016 catalytical Particulate Array of Well-Ordered HIV Clade C Env Trimers Tumor and Cell Biolo
ZMYNDL: lotechnology asymmetr Immunity 2017 Elicits Neutralizing Antibodies that Display a Unique V2 Cap . . ay:
Nature 2014 I . A h Karolinska Institutet
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A von Wil Cell 2016 Response Cell 2017 Antibodies from a Human Survivor Define Sites of Albert Einstein College of
Blood 2014 domains i Infection Vulnerability for Broad Protection against Ebolaviruses Medicine
mice ST 2015 Pharmacq Sl 2016 CryoEM structure.of a native, fully glycosylated and cleaved Thg Scripps Research
Restores HIV-1 envelope trimer Institute
Nature 2014 Receptor i izati ici ibodi ifi
P Science 2015 A stablg tr Nature Medicine 2016 Influenza |mmun|z_at|0n el_lcns antibodies specific for an Harvard Medical School
_ Preferenti protective egg-adapted vaccine strain
Science 2013 ;4 enza Naiure 2015 Phosphon Mitochondrial Sirtuin Network Reveals Dynamic SIRT3-
inflammat Cell 2016 Dependent Deacetylation in Response to Membrane Harvard Medical School
Science 2013 Do PARPY-D gepmar:lizatio? ing and Protective H Antibod
for Respit 5 ross-Neutralizing and Protective Human Antibody q q
Nature Immunology 2015 and viral & =l 20 Specificities to Poxvirus Infections Ve sl Veeslie Cailsr
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Phosphor Blood 2015 SENOMEV . iire structural . : . Vaccine Research Center,
AML1 and Iterative structure-based improvement of a fusion- National Institute of Allergy
} & molecular 2016 ) . . ’ f
Nature — Nck-medi Cell 2015 Viral Rece biology glycoprotein vaccine against RSV and Infectious Diseases,
immunology the PI(3)k Germline National Institutes of Health
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ForteBio® QE!IQ]HE:F;E ( Bio-Layer Interferometry, BLI)

« —RAJDEERTIEET | EERERRImAICFIRERF N SR E SR
RRHIIGE , SR —RT 5568
» DFESSEIREREREZM BT rOsiN R BRI

A}L (spectral shift due to change in thickness)
| |

Incident Reflected

White Light Beams L ‘
o
t 08}
() I
P
_ Biocompatible E
On
op = surface < 04y
14
é)\\v ——— Immobilized
0 molecule 851
————— Unbound molecules 400 450 500 550 600 650 700
have no effect WAVELENGTH

13



’ . e=e N
ForteBio® HEWHE:F;E ( Bio-Layer Interferometry, BLI)
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( Bio-Layer Interferometry, BLI )
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= Streptavidin (SA) = Anti-Human IgG Fc (AHQ)
= Super Streptavidin (SSA) = Anti-Human IgG Fc (AHC)

= High Precision Streptavidin (SAX) Anti-Murine 1gG Fv (AMQ)

= Amine Reactive 2nd Generation (AR2G) Anti-Murine 1gG Fc (AMC)

=  Aminopropylsilane (APS) = Anti human IgG Fab ( FAB2G )
HBIEBY: =  Protein A
= Anti-Penta-HIS (HIS1K) = Protein G
= Anti-Penta-HIS 2G ( His2 ) = Protein L

= Ni-NTA (HIS) v BHE200REALE

= Anti-GST (GST)
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sN/ 1% NE

EORFERSRESES (Yes / No)
EEFEA (Affinity, Kp)

ZEa. EREIER (K, ky)

i SHER ( Screening / Ranking)
FeSLIG ( Competition Assay )
MIRFRNECRT ( Epitope binning )
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Ubiquitination and degradation of GBPs by a Shigella effector to IlatUI' C

suppress host defence o
Peng Li, Wei liang, Qin Yu, Wang Liu, Ping Zhou, Jun Li, Junjie Xu, Bo Xu, Fengchao Wang and Feng Shao NIBS ':'B * 2017

RTSRT T AR FRR MR paH9. SBIT T S (MRS I T BT
BPs ( SEREAEN ) |, MTTSIE R A R R T P AR

05 - Ioaho 8 (immobilised)  CET] 0.57 Binding (hGBP1 500 nM)
i paH9.8 (immobilized) ___ 500 nM 04
04 = 250 NM 0.3 — paH9.8 M3
= 125nM 0.2 - |paH9.8 WT
g0s3 — 62.5nM 01
3 02 31.3nM 0.0 ——
01 /\_:G‘nm '01 L] T T 1
0 100 200 300
00 I e

Time (s)

BLIKpulldownsE3s , ESHESERENAIR | IpaH9 .8 LAEZESENGBPIEH L
SHhGBP1LEI EAMEINEIEMIEME. ZlpaH. 81T , FREEShGBPZRIREN |
hGBP1&EMZIENEEE KB RIDHIEAR, siISCie3RE | X4 paH. 8BRS
LSEERERERE |, NREUEE MBI SN KR RERENETET,
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Reconstitution of a Frizzled8-Wnt3a-LRP6 signaling complex reveals multiple Wnt JB C JOURNAL OF

and DKKI binding sites on LRP6 Er

Eric Bourhis', Christine Tam®, Yvonne Franke?, J. Fernando Bazan', JBC . 2010
James Ernst™!, Jiyoung l[wangz._ Mike Costa®, Andrea G. Cochran' and Rami N. Hannoush' I

2 [F23 CRD loagng Wint3a binding LRPS binding
sl (K
1 no Wnt3a
05 Wnit3a (100 nM) + LRPE (800 nM)
S 3 — Wint3a ( 100 nM
J —WnEaa (00 N} + LRPS (800 nM)
|
0 i no Fz8 CRD e
L 1 L L 1
0 1000 2000 3000 4000 5000

Time (sec)

FzZ85LRP6ABEEIZRET
Wnt3ar] LA Bl4EEFz8 , LRP6
Fz8-Wnt3a-LRP6E SRR . Wnt3ait R X< {EH
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Crystal structure and biochemical analysis of the heptameric Lsm1-7 complex. CGH RGSC&I’Ch
zhou L', Zhou ¥?, Hang J3, wan R*, Lu G* yan c® shiv!.

A | 2014

LsmE &¥I1Epre-mRNARE A [EfE iR
FFEEERER BRI - Lsm1-7
FLsm2-8 , DTz fIdaieR+ . o]
LAZEE3'RimAIU6 SnRNA (/JMZRNA )
MIERNARYRIS R EEE/ER.

BLIZAHFLSME G S MRNARIREER
ZaEEs ( AAAAAAAARIUUUUUUUU ) B
ZEEREIFINLEL
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Genome-wide studies identify a novel interplay between AML1 and
AMLI/ETO in t(8;21) acute myeloid leukemia

DNASEHH

€ blood

Yizhen Li,"* Huanwei Wang,"* Xiaoling Wang," Wen Jin," Yun Tan," Hai Fang,? Saijuan Chen,"2 Zhu Chen,'?

and Kankan Wang'®

Probes containing the short AML1 motifs

s1: 5-TCCGGTGGTGC TGTGGT CTGCCCCTGGAGA-3’

"3'-AGGCCACCACG ACACCA GACGGGGACCTCT-5'

_5-ACCACCTGCATT ACCACA GCCTCCACGGTG-3
"3-TGGTGGACGTAA TGGTGT CGGAGGTGCCAC-5’

In vitro DNA pull-down

S2

Input S1 S2 L1 L2
O O & O O
& PR
N NN NN NN NN
R I G I O
¥y ¥YY¥Y ¥y yy vy
95— s 95— s - vow
55— - 55— .- . - —AML1

—AML1/ETO

Lismtfrf , 2016

Probes containing the long AML1 motifs
. 5-GTGAGTACCCATGTGGTTTAACGCTTGACT-3
" 3'-CACTCATGGGTACACCAAATTGCGAACTGA-S

L 9. 5-GCAGAAGGAAGC TGTGGTTT CTGGTCTTCCT-3'

J-CGTCTTCCTTCG ACACCAAA GACCAGAAGGA-5’

L1

In vivo ChIP-gPCR

= AN
o oo o O

Fold versus total

Blood#Hfg AEKRIBHFEMDEEE , (BERpull-downfIChIPRIPAEHSESR | TiXZTERIIS

AML1/ETORAMLIBE@FEMA
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AML1/ETO AML1
Association Dissociation Association Dissociation
= 0:818 IE
£ 4 | 13400nM | -
& 0.4 4 I
T = E M 4
D 0,0 Eeme——1480N é:§_
O 240 480 720 960 O 240 480 720 960
R
— |
80 720 960 O 240 480 720 960
Time (s)
AML1/ETO AML1
Association Dissociation Association Dissociation
_ 06917 ] L1 iz
= 0.2 - o

-c -

& o———::!h_, 1 =—F "
O 240 480 720 960 O 240 480 720 960
50-8‘ L2 T2

R - \
C | I ———
Y e— -

—

0 240 480 720 960 0 240 480 720 960

DNASEHH

KD (M)
AML1/ETO AMLA
S1 2.37E-09 4 55E-06
S2 3.33E-10 6.70E-07
L1 1.32E-04 1.08E-06
L2 1.38E-07 2.57TE-09

SAERESEE L biotin-AMLIERESL , S2, L1
L2 , DRISAEIREAMLLETOFIAMLL
TS SRESEIKD,
EIMAMLL/ETOSSESIETFAMLL , T
AMLLELEESIBFAMLIETO |, XAMEESE
BT ENER—5 , (BRSEE.
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Small-molecule modulation of Wnt signaling via
modulating the Axin-LRP5/6 interaction

Sheng Wang"®, Junlin Yin%%, Duozhi Chen?, Fen Nie!, Xiaomin Song', Cong Fei', Haofei Miao',
Changbin Jing3, Wenjing Ma?3, Lei Wang?, Sichun Xie', Chen Li4, Rong Zeng*, Weijun Pan3,

Xiaojiang Hao?* & Lin Li™

Wnt{E SRS E R ESEENAEN ZE
AFRATEYD - /N FHLY T8 | ] L AEsREE
BEAXINSWn{FESHZALRPOIGES | &
7 LRPERUBSER (Y, , IREWNHSSEIEAYE
TEE, HLY 78 a[{E h—FEB RIS
LEY,

R ATIHLY 78894 T4EYIHLY 1791 4HfB S SC
WhRIMHEFAYEME, LO0cteti&l |,

HLY179FDAXEZER/98.83uM , =F
HLY78,

™

TOPFlash RLC

NS F RN

nature
chemical biology
B LisAEILRR , 20134

HLY78 HLY179
o _lir | = Y- Py
H‘j J'lh,;'FTH._. jt X = LRJJ_{NIN‘:Z/\O NMe
H:)(NN
DAX V.s. HLY179(KD=8.83 uM)
0149
&+ lOMSO — BV79 3.125,M
M Biotin 01247 Y178 S0k
5. D _”--“_,-C.I?? . 0.10._HLY179 50uM
.| OHLYTE =
4 E 0.08]
W HLYCa0 £
3{ B HLY179 € 0.061
g
5] é 0.04-
0.021
'| J
0-
0

= e .7, I S —
Ctr CM Wnt3a CM 0 50 100 150 200 250 300

Time(sec)
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DNA Modifications

eadeyq
— =

Chromatin Modified . > .

\ Chromatin

Histone Mddifications ‘

regulating transcription, DNA repair, and replication, etc.

i

#Ef3iskBromodomain (BRD) EH

- P “Reader” EHZXKI&

B
2
R
=il

 BRULSSIMUEEREBHFES N "Effectors”  (GRERIEBIN/EERES)

. BROEHSEFR OISR TEEEEM | LM , M,
Bk, S, PEERSE..
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i
@ A\/ Z R,
X~y
Hit 1/BRD4BD1
0.12 — 31.3uM 0.16
0.08
E 125uM 4 o8l

0.04

0.004<

) — 250uM
“-‘-{.-ful,.: ¢ SOOMM

— 62.5uM 0,127 jqmeenmatnsan

ZREREIRIE

R LB [ A

X

Y

Hit 3/BRD4BD1

— 7.8uM
— 15.6uM
31.3uM
— 62.5uM
— 125uM
— 250uM

R AT
R
G

50 100 150 200 250 000750 100 150 M 250 50 100 150 200 230
time (s) time (s) time (s)
CMPD MW ( Da) Ko (M) k, (1/Ms) k, (1/s)
Hit 1 133 89.2 2.21E+02 1.97E-02
Hit 2 210 42.5 5.57E+02 2.37E-02
Hit 3 211 14.9 1.52E+03 2.27E-02
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BRD2 BD2 BRD3 BD2 BRD4 BD2
CMPD 5 | 12.744.2 13.9+2.0

CMPD 6 4.1+0.7 4.51+0.9 14.4+1.1

CMPD 7 3.510.7 1.51£0.3 3.610.1

0.10
= 0.08] /7 Tl 50nM
E ; o Wi — 25nM
5, 0-06 — 12.5nM
= 0.04 — 6.25nM
2 3.13nM
@ 0.02 1.56nM
0.00{ = — . —T— .
500 1000 1500 2000 0.00
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Time (s) [compound] (nM)
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Mutational Analysis of 48G7 Reveals that Somatic Hypermutation
Affects Both Antibody Stability and Binding Affinity

Sophie B. Sun,’ Shiladitya Sen,} Nam-Jung Kim,” Thomas J. Magliery,'““’§ Peter G. Schultz,*'
and Feng Wang™~

NO2
<, o

Bt/ FEilER
JAC'S

JOURNAL OF THE AMERICAN CHEMICAL SOCIETY

The Scrippstfsth , 2013

H°~E/\/\)LOH /@/NO? HN)LNH
o 1 o]
+ o DIPEA, HATU HOE/\/\)LN/\/O\/\O/\/H“/\/\/ES
un’ NH D o} H o]
HzN/\/O\/"‘o’\/n7(\/\/rsS ’ .
2 O N3 Fi&EHRbiotin
Scheme S1. Conjugation of JWJ1 phosphonate hapten to Amine-PEG2-Biotin
(s e =g Light chain Heavy chain | Tm (°C) | Ko JWJ1 (M)
48G7 48G7 635 | 1.10x10°
4BGTb 48GTb 52.0 29x 10°
: 48G7b 48GTb-E1Q 554 26x 10°
o == : 48GTb 48GTb-E42K 60.9 13x10°
y Sadadl.:~ 4BGIDb 48GTbNETD 599 36x 10°
Ao o 48GTb 48GTb-GBED 535 | 256x10°
ABGID ABGTD-ATIT 592 | 330x10°
A8G7b-530N 48GTh 577 31 x 10°
et - 48GTb-S34G 48GTb 68.1 8.7x10°
i | = - 48G7T 48GTb 719 3T x10°
Ty — i 4BGTb 4BGTb-N5TD/ATIT | 625 26x 10°
R AL 48G7b-S30N | 48GTbN5TDIATST | 487 | 16x107
48G7b-534G | 48G7b-N57D/ATIT | 56.7 1.8x 10°
i 48GT 4BGTb-N5TD/ATIT | 616 39x10°
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~ B 1 2 3 4 5

g 04 SR P SIS FNTERTT TP THTTII T IPOTY STn S
=
o 02] |
£ |
=] /
£ 00
& | |
| | |
0.2 | | |
| | |
04 | e p—
| | 50 nM |
06 | | 35 oM |
| | 25 nM |
0.8 | | = nl |
| | |
| | |

200 400 600 BOO 1,000 1200 1400 1,600 1,800 2,000
Time (sec)

Kp (M) kon (1/Ms) kg, Error kgis (1/s) kgis Error
5.34E-09 4.70E+04 1.60E+02 2.51E-04 1.78E-06
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KD (M k 1/M kdis(1/
(AMQFE@%E @--mAb ----- Ag (M) kon(1/Ms) Is(1/s)
2.12E-09 4 53E+05 9.61E-04

- BRAE LS (BRERN ) BETEAMQEREERE , SMRHITESRES
« 8NN AR FTEL2minBIRI ek , AMQIERAERRI B AEER 10X LA E
« [T, AJLUBEZRAIE LS (FUR ) ROEMIEREEF i B iRy UR B iR E
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Germinal center antibody mutation Science

trajectories are determined by rapid I

self/foreign discrimination GarvanEE#H#f5EAT , 2018
LR

- 1.2 Self binding (HEL) ) 12 Foreign binding (DEL)
1.04 HyHEL10 Kz=12x10'M" 1,04 HyHEL1 K,=2.5x 10'M"
08 K,=8.4x10°M 08 K,=4.0x10°M
/ I29F 06 s
/ ) 1 *1:0.06- 0.5 uM [DEL):0.03- 0.5 uM

—
i
s
1.0J HyHEL 10T K= 12X 10°W T— K= 6.1 X 10°M
08 K;=8.1x10"M DELJ:0.005- 0.05 uM KD=146X10"°M
L75A 0 100 200 300 400 0 100 200 300 400
Time (sec) Time (sec)

1. "R BERENR  BESEIT

2. ERGYNEMIRRE , SEH—THRERN "B N K" T " BiE  f8=1R
%@au,mseﬁ'ﬁ& RRPITMINRNRE B TIE=R.

3. BYRRENNERUNFEMNDNENE , AME LA T RERFAEFRIPTUR , MR
1Z|S B AT AHIVIIEMEREEERN. IFEFNENTIR.
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An unexpected N-terminal loop in PD-1 dominates . A
binding by nivolumab ?ﬁ)\ —
COMMUNICATIONS

Shuguang Tan'2*, Hao Zhang'®*, Yan Chai®*, Hao Song?, Zhou Tong!, Qihui Wang', Jianxun Qi2, Gary Wong?,

Xiaodong Zhu®, William J. Liu®, Shan Gao’, Zhongfu Wang®, Yi Shi2, Fuquan Yang®, George F. Gao2*6 q:ﬂ_l!%%ﬂi%ﬁﬁ’ 2017

& Jinghua Yan'23

d ~=
e o @ Q"’\':"‘m'”mab":ab _ Nieliimab Pembrglizumab
k 7'\ N\ s A

C 4 - Stage 3
- mm= PD-1— nivolumab — pembrolizumab
g 3 Stage 2 weee PD-1— pembrolizumab — nivolumab
E wee= PD-1— PBST — nivolumab

2 4
._g Stage 1 l PD-1—s PBST — pembrolizumab
- m= PD-1— PBST — PBST
@ 1

0 /1 L} T 1

0 500 1,000 1,500 2,000
Time (s)
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Detection K, M (log10)

()

Detection k. 1/s (log10)

-10

-10.6

-1

-11.5

-12

-125

IZHR ISR

Biolayer interferometry predicts ELISA performance of monoclonal
antibody pairs for Plasmodium falciparum histidine-rich protein 2

C.E. Markwalter ?, LK. Jang °, R.A. Burton ™', G.J. Domingo °, D.W. Wright *”

# Department of Chemistry, Vanderbilt University, Nashville, TN 27235 USA

" PATH, Seattle, WA 98121, L5A

<125

12 -115 -1 -105
Capture K, M (log10)

Capture kyy 1/s (log10)

Detection k,,, 1/Ms (log10)

Detection k,, 1/Ms (log10)

75

Capture k4 1/s (log10)

Detection Ab

AAAL
YYY »aalel YYY YYY

Sandwich ELISA

Capture Ab

= FEERIUAK . ERIEREEslow koff
= FENFUA  EEHREESfast kon
« BATMNIAREGSIEE

= BLIATLAIMERIZ WA A&
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Response (nm)

Anti-HIV-1 activity and structure-activity-relationship study of a
fucosylated glycosaminoglycan from an echinoderm by targeting

the conserved CD4 induced epitope

Wau Lian *!, Mingyi Wu *!, Ning Huang €, Na Gao ¢, Chuang Xiao *®, Zi Li ¢, Zhigang Zhang ?,

Yongtang Zheng “*, Wenlie Peng ®*, Jinhua Zhao **

Kp=4.27 nM

gp120 (nM)
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047/ 10

0.0 T

T T T T T "

0 500 1000 1500
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HNZFELRgp120BANEGS
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Fes panse (nm)

0.4

B
:

FRfi B E2BBtEYIFR , 2013
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1000 1200 2000
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i >%Z1E3 (1.2nM )
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80
A — 320
[ 500 1000 1500 2000
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FF AN ZHE2,3,4Fgp120 EHEGRE]
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L]
A glycerophospholipid-specific pocket in the RVFV class Il fusion protein drives target
membrane insertion SClel’lce

P. Guardado-Calvo, K. Atkovska, 5. A. Jeffers, N. Grau, M. Backovic, J. Pérez-Vargas, 5. M. de Boer, M. A_ Tortorici, G. : ’
Pehau-Armaudet, J. Lepault, P. England, P. J. Rottier, B. J. Bosch, J. 5. Hub and F. A. Rey :£|§|E§ﬁ1§ﬁﬁ 1 2017

PN bl A o)
BB RS AN, X
B RE—FSRRE IR
(NeaTH SBERSKEEB "5

_Wt/ﬁ,__ - W821H ARARD  HORHSIEEED

pH7.4

BLI signal (hm shi_ft)

pH 5.0
BLI signal (nm shift)

: ; EEE , X RSO EED
_ | er— — [EEYMSREE RS (NESERYR

tim; (s) ti”‘;e (s) == 2o === = ===
== 50% DOPC, 50% CHL w— 80% DOPC, 20% CHL 5. FNRSTIEL SRS ) &
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70% DOPC, 30% CHL = 100% DOPC PEEET A,

EEEEREpH FHITLASHER (M) &4 , fise  (XTRSariRER T ET
THAESANTAES
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A novel label-free cell-based assay }technology using biolayer
interferometry

D. Verzijl?, T. Riedl %, PW.H.L. Parren *”, A.F. Gerritsen ** Genmaba&®] 2016

2 Genmab, Yalelaan 60, Utrecht, 3584 CM, The Netherlands
b Department of Immunohematology and Blood Transfusion, Leiden University Medical Center, Albinusdreef 2, Leiden, 2333 ZA, The Netherlands

Fluorescence Intensity

With collagen

no coating collagen
AR2GfERkegZ5 & Collagen , #AfEE AHuman A43148EE &+ EY

scEaMZmEEM , P{E < 0.0001

48



cBLI signal (nm)

FortéBio®
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Therapeutically targeting glypican-2 via single-domain PNAS
antibody-based chimeric antigen receptors and
immunotoxins in neuroblastoma PNAS, 2017

Nan Li% Haiying Fu®b, Stephen M. Hewitt, Dimiter S. Dimitrov®, and Mitchell Ho®’

“Laboratory of Molecular Biology, Center for Cancer Research, National Cancer Institute, National Institutes of Health, Bethesda, MD 20892; hDepartmen’[ of
Immunology, Norman Bethune College of Medicine, Jilin University, Changchun 130021, China; “Laboratory of Pathology, Center for Cancer Research,
National Cancer Institute, National Institutes of Health, Bethesda, MD 20892; and “Cancer and Inflammation Program, Center for Cancer Research, National
Cancer Institute, National Institutes of Health, Frederick, MD 21702
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Detection of deoxynivalenol using biolayer interferometry

Chris M. Maragos

|
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Mycotox Res (2011) 27:157-165
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Enzyme-linked, aptamer-based, competitive biolayer interferometry

biosensor for palytoxin

1) Baseline 2) Association

3) Washing

g q@ﬁm‘i@ﬁ%

Biosensor PTX

HRP-Aptamer Precipitation
251 PTX
0 pg/ml

20+ l
E 15-
E’ 1000 pg/ml
I~
= 10-
&
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4) Signal amplification

E_EEKEFE, 2016
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OCTET SPR
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OCTET
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OCTET SPR

96-well
pre-wet plate
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I 4
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