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Protocol EiL
1. $THF Genb 8, TEATLSSE RS, EF “Protocol— create new ” , HIL WFH
1

Task Manager

— | New...

Renc bloive ‘j‘} Existing protocol...
§ Recent
I = Protocai2018.7.5.0r

Take3 Application:

iNucleic Add Quantification
x iProtein A280

Exit Gens

1) Read now: A[SZEIBEREFF, 181T%%.

2) Experiment: @FEprotocol X E/b—"platefg. EFexperiment)5ul LLIEEEH E—
“Nexperiment BYIZ 1T AETE ) S5

3) Protocol: REAEIRMILIEE T E . WHORAF AL, A28 4 ToBR & S (15
BRo Ffprotocol )i, ZHIET 1Zprotocolidg T )LEe 4 A T .




Create New Protocol L

Select Protocol Type:

@ Standard Protocol
Dlata reduction is performed independently for each plate.

("ICalibration Protocal
Standards or Controls on the Calibrator plates (one or morel
are used to analyze data on the *Other’ plates.

1

‘Other’ plate count 1

(TIMulti-Plate Assay Protocal
Standards, Controls or samples are distributed across plates.

Humber of plates i

811 plates have identical layout

(I Use several existing protocols on the same plate (paneling)

[ [ m& | [ #=m |

[[1Do not shew this disloz azain

2. %&$EEST Standard protocol, HHELUIFFHE:

_fi|?_ - R Xm
- !
Plate Layout

|& Data Reduction
------ [=% Report/Export Builders

=T i)

Toa307) JUBUMALEUT }h_|

EE: RPN R, AR RAE S, TR AR S 1) R AR R
KTV RAA S . EFEAP RS HIE TP “Description” t, HAEH @
{7 AL AR B0 1 B A BRI REAT R R, AR A% R 1 B D BRI U AT SR

2. &+ “Procedure” , HELWIFA®E




Select steps
Actions

Read

Set Temperature

Shake

Dispense
Kinetic

Start Kinetic
Manitor Well
Append Reads

Plate Type:

Select wells:

96 WELL PLATE

> [Clikeid

[ cuvette

(@ Per step

() At runtime

Description

Comments

Pause

Delay
Plate Out/In

Stop/Resume
Process Mode

Well Mode
Plate Mode
Hit Pick
Other

Comment
Options

Plate Type: 96 WELL PLATE

Use lid

(1) Read &E

1. BEARGETR, Hii Read #%4H, HELW RS,

& Procedure - Synergy H1 (Com1)

[ ok |[ caneel

J [ tep

» ARAESEIG A, RN a5 SA N 55 -

Select steps
Actions

Set Temperaflre
Shake

Dispense
Kinetic

Start Kinetic
Monitor Well

Append Reads

Delay
Plate Qut/In
Stop/Resume

‘Well Mode
Plate Mode
Other

(oo

Pause

Process Mode

| = |
| Plate Type: 96 WELL PLATE » [Juseld
Read Method [ =
Detection Method Read Type
(@ Absorbance (@) Endpaint [ Kinetic

(7 Flugrescence intensity

() Luminescence
Fluorescence polarization

(7) Time-resolved fluorescence
Alpha

Image

{7 Spectral scanning

(71 Area scanning

Optics Type
Filters
(@ Monochromatars

Luminescence fiber

Comment

Options

10

v FRRED R 7 2 A,




Detection Method &l /5 =:  CHRIESLIGH L AN B EC B 1F L BE AT IR )

Absorbance: WS

Fluorescence intensity: %58 Al
Luminescence: &Yl

Luminescence polarization: wItIMIR
Time-resolved fluorescence: MJ[A]4;#¥5¢ )

Alpha: Alpha il

Read Type i#RzEAY.
Endpoint/Kinetic: #& gk
Spectral scanning: [XIB3IHi%k

Area scanning: YGiEFIHEE:

Optics Type J&2Enffik#¥:
Filter: JEYGH
Monochromators: A ffgs

Luminescence fiber: JG4F

(2) Bt
1. R

Endpoint #&miyE CNAXES AR R F AR

Read Step
Step Label: <aefault>
Wavelength
@1 2 3 94 5

450

| Wavelength Switching per '\'v'elll

["]Pathlength Correction Edit

1) Step label: XJPrdtfr e BOb Bt IT 44

SE LN
=
oK ] [ Cancel ] [ Help

2) Full plate: IEFFIMAISL, R “Full plate” I HIAEARDRIES, &

Gz BT AL

3) Wavelengths: Xl AR HEAT 2 Lo MOBMOEATIN I W] RIS 6 B, B HUE
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CESZIL PN

4) Wavelength Switching per Well: X/ANEIBK MRINZEAT Iy k£, #HaE®
LT 1 BRI, FEURE 2 BRI, SRJE T R — N LRk

5) Read speed: & X[#TEH#E CGEEIESE “Normal” ) ;

6) Pathlength correction: JGFRIZIE CREFKTAZBRKTI, FRX AL IME AT AR
1B, PUONBEPR RS AR AL RN S BEA — € Alem, fEHIZIET, W] H 3R USE R IE
bR Lem B IISAE s  Wn REAT R AR TG 7 AL R T

Spectral scanning JiEFHETE

Read Step e S
Step Label: <default>
Wavelengths
Start: 300 nm [¥] calibrate Before Read
S 700 nm
Step: 10 nm
[ OK ] [ Cancel ] { Help

1) Step label: XfPr#kAT iISEHUE BRIAT i 4

2) Full plate: EFFFHAAIMMIFL;

3) Wavelenghs: PRI BT & Lo BB ARARRARK . ZIEBRKMBEKARE, %
1B ALK T 588 T A i K

4) Read Speed: EHCHE, HEFFIEH HEE,

Area scanning [XIgHHvE: EEFZIIEE T ST AN LT 2 04, S8 kB uE L 3
B BER /N R, SR BUR B 2 AR PR, {E AR AR R S PR

Absorbance Area Scan

52|

Step Label:  <default> Full Plate

Wavelength: 450

Area Scan Options

[¥]Equally space points within the well
Horizontal Vertical

MNumber of paints: 5 x 5
Point spacing (microns): 1099 1099

Well diameter: 6604 microns

Probe diameter: 1400 microns

[ 1anore well and carrier limitations Valid wellrange:  A1H12

CK ] l Cancel I l Help
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1) Area Scan Options: Equally space points within the well: FLWN KB S/KFTT
MSEET A SEEH. KA
2) Ignore well and carrier limitations: ZLB&FLIZIZEHIBRHI .

(3) BRI
Endpoint & fiid::

Read Step ®
<default>
Wavelengths
@1 B2 @3 14 ©s @6
Fluorophore:
Exdtation: 485
Emission: 528
Optics Position: Top -
Gain: 100

Wavelength Switching per Well

Read Speed: Mormal I: Edit
Time resalved aptions Edit

Read Height: 7.00 mm Auto-Adjust...

oK J [ Cancel ] l Help

1) Step label: XfPrtATHISHUEBRBAT A 4 ;

2) Full plate: EFEFMRMMFL; VEZ “Full plate” &I HIMAERF LB EE S, &
SCZAZ BRI R AL

3) Wavelenghs: NP A HEAT RE SCo ARMSOCAS I NS AT 5] IR A6 ANBEC,  REE AT
FaHN.

4) Bxcitation: ARG K:;

5) Emission: EHIEHEK;

6) Optcis position: UEFETRLERIE, HIAHVA RN B 40 M ko I FH TR0, 0 B 4 it Ao )
F R

7) Gain: MgifH, FEREZAEEE, FHWMEME, °TF3hMmARS:

8) Wavelength Switching per Well: XTANENEA G INIEAT D)3 07 L+, #Ha)ikk
ANEANFLEHT 1 BRI, FUIRR] 2 PRATI, SRS HET R — LA

9) Read speed: & X[AEEHIEE CEHIESE “Normal” ) ;

10) Pathlength correction: YAFEARIE CHAEFSHZIREIN, FRXFEAFLIME AT LR
1E, PUONBEAR AR &R AR FL I REAR IR i BE A — 8 A lem, (ERZET W H SR ISE R IE
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NICRE LemB FIRIKAE s a0 ST B ARSI TE 75 A ik D
11) Read Height: w[i&FEE BN

Spectral scanning YgiEdaHEE:

Read Step =
Step Label: <default>
Wavelengths
)
Fluorophore:
Spectrum Type: Emission - Excitation: 430 Emission Start: 300
Emission Stop: 700
Optics Position: Top - Emission Step: 10
Gain: 100
Read Speed: Edit
Timet Edit
Read Height: 7.00 mm Auto -.-kci_':us:. -
[ oK ] l Cancel ] [ Help J

1) Spectrum Type: EFOCHAAREARAY, WRWROICBURNE, B EREARK., %1%
T K ] B 5

2) Optics position: IEFFIILBKIE;

3) Gain: M#ifl, FIEFEEZRE, HWMOEME, 7T T30 AR

4) Read speed: & X[ATEHIEE CEHIESE “Normal” ) ;

Area scanning XIRiFHiIE:

Read St :
_ea PR Area Scan Options
Step Label: <defauit> Equally space points within the well
Wavelengths Horizantal Vertical
@1 Number of Paints: 5 b3 5
Fluorophore:
Paint Spacing {microns): 1099 1099
Exdtation: 485
Emission: 523 Well Diameter: 6604 microns
Optics Position: Top - Probe Diameter: 2000 microns
Gain: 100 || tgnore wel and carrier limitations Valid well range: A1-H12
[ oK ] [ Cancel ] [ Help

Read Speed: Edit | Area scan options: Edit |

Read Height: 7.00 mm Auto-Adjust...

[ OK. ] [ Cancel ] [ Help ]

A MR Edit BEAT XM NER, Ha s EmRlos st B JrE— .

14




(4) Ry

Endpoint #&gijk: EFICLl, THRMABLK;

Read Step =
Step Label: =default> Full Plate
Wavelengths
@1 2z 3 24 75 &
Excitatior
Er
pt
Gain: 135
rr——
Wavelength Switching per Well
Integration Time: 0:01.00 |5 MM:S5.s  Edit
Read Height: 1.00 mm Auto-Adjust...
OK ] I Cancel ] [ Help

Integration time: FRAFEITEIVEE, WRIELIGIATHMAKE; HKBESWBOCE SE

—

Area scanning [XIgHivE:. FEunT,

BE P ZHHIH

Read Ste [ :
i _| Area Scan Options [ = |

Step Label: <defauit> [¥] Equally space paints within the well

Wavelengths = :
Horizontal Vertical
@1 Number of Paints: 5 ) 5
Paint Spacing {microns): 898 898
Well Diameter: 6604 microns
Probe Diameter: 3000 microns
Gain: 423 [T1anore well and carrier limitations Valid well range: A1+H12
[ Cancel Help

Integration Time: 0:01.00 | MM:55.5s Edit

Read Height: 1.00 mm Autp-Adjust...

(5) Set Temperature
BEIEE, HidiSet temperaturefZ4

|Area scan options: Edit I
oK. ] [ Cancel Help
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Incubator off: EENEE <M
Incubator on: REFFHEITH, HiEEME, GEAliEFeEHHo

Temperature Step =

(7 Incubator OFf
(@) Incubator On

Temperature: 37 =C

[¥] Preheat before continuing with next step

Ok ] [ Cancel ] I Help
(6) Shake: &%
28

Shake Step

Shake Mode: ’Unear =
001 |2 mmiss

| Continuous Shake
Slower Faszter
Linear :
Freguency: i u 567 cpm {3 mm)
@) Slow Fast
[ kK ] [ Cancel ] [ Help ]

1) Shake Mode: Linear (£&1H) . Orbital (#1i&) . Double Orbital (XFiE) ;
2) Duration: HRHESZLG TR SR BEAR T BT[] 5

3) Frequency: EFFEIRZGIIR,
4) Orbital Speed: PUEIRGHEEE, FIIEFZE;

(7) Dispense
SIREEE ORPESLIG T BT E) , i Dispenser %40

16




Dispense Step £

| Dispenser: 1 | Vertical
Aligned dispense
Priming: [None —
Volumes: 0 uL
Dispense
Volume: 15 pL
Rate: L fsec
’ OK I ’ Cancel l [ Help ‘

1) Dispenser: IEFHEFEAS (MO, W UL IESLIG R B HEAE A8 23R4T 1 L5

2) Tip prime: MEFZ M ER SMATHIRIGFERL, Pz AR, JFEHE /s
(LS8

3) Dispense: MEFEHERE A ARBUMIBERE FRH L ;

(8) Start Kinetic
ENBN SN, B start kinetic 244

Kinetic Step P
0:10:00 [ HH:MM:SS
0:01:00 ; DMinimum Interval {requires reader) |
11 [ 1 read only (baseling)
0K J I Cancel l I Help

1) Run time: iz4T S [H]
2) Interval: E#/a]RgHS[E]
3) Reads: iHIREL

4) Minimum interval:i&E#e& /N R RG]

17




(9) Monitor Well

Monitor Well B

Interval: 0:05 t :'.' MM:55 [ Minimum Interval

Stop monitoring when:

[Atleast one well v] [> v] 0

’ QK ] ’ Cancel ] [ Help l

X ALECE — AL E —MRiE, A SR E LB BbRHE, 4 2 IR BOE R P 1 B 3

(10) Delay
SER, By Delayf&#4

| Delay Step |
Delay Time: 0:00:00 5 HH:MM:SS
[ Ok ] [ Cancel ] [ Help

Delay time: XEFEAE D PRIEAT (M LA LA M0 N A o

(11) Plate Out/In
BEFRbR I 3E %], By Plate out/in %4, MR¥HEFE EikFE

Plate Out/In Step L&

(@ Move plate out, Display dialog, Move plate in
Comment:
() Move plate out {no dialog)

7 Move plate in (no dialog)

Coc ) Coma) mee ]
D Eetatsad, BoRXTEHE (comment HIHEXE) , BEFRAIHRA
2) BEEFRAR G H XS HE

3) ARG TC XS HE

18




(12) Stop/Resume

PR, IR PR AR AT I AR RO AN $Es 1

(13) Well Mode

UL, AR E LA, L —AL.

(14) Plate Mode

Stop/Resume Step

Eject Flate Before Stop

Comment:

ok | | camee | |

Help

WO, AR B, N e AR A

(15) Comment

IINFRoRTE, AR I AT I R s i

(16) Options

Advanced Options

Procedure Information
Last Modified: Thu, 06/14f18
Build Version: b

Reader Control Version: m

IETAE A 73 WO B DL 4% R

@ Discontinuous Kinetic Procedure
Estimated total time: 0:00:00 D:HH:MM

Estimated interval: 0:00:00 DiHH:MM

[EERED

Mumber of runs: invalid

Pause after each run

[ Skip load plate dialog

Eject plate when procedure is finished.

Get barcode plate ID

Prompt user for action
Cantinue with procedure

Abart procedure

OK. ] [ Cancel ] [ Help

19




1) Discontinuous Kinetic procedure: ANEZEA)JJE, B 8] B AW 40 A AS I ] 32
FEREM U, AR SR . A BDE I R AL FR

2) Pause after each run: HFKIEMRIERIE, Aok

3) Skip load plate dialog: Bkilim#EMgbrtfioN G HE, AEA E,

4) Eject plate when procedure is finished: &5 455 Jm 3 H BEFRAR o

(17) Validate
LV | B LA IS AT, IR B 2 R S
LT

WmiRE

‘| Procedure
]

L= Plate Layout

Data Reduction
k4 [ Report/Export Builders ppsiplate Layoutff], HELHNF Fif:

i Plate Layout Wizard [ =

Select well tvpes

[¥|Blanks
Used for background signal subtraction

Dﬁssay Controls
MNegative, Positive, Calibrators, or serially diluted controls

Used for assay walidation, cut-off analysis, normaliration, or to generate reference
curves (toxicology, curve comparison).

[¥| Standard Curves

:‘Use multiple Standard Curves: i

&l Samples
Test wells requiring data analysiz (calewlation of concentrationm, ECS0,--)

[ Sample Controls
SPLCi1 associated with Sample 1, SPLC2 associated with Sample 2, --

Can be nsed as individual =ample blanks, =spikes-

(rfm|[F=%m>) [ BmE ]

[C1Do not show wizard again

(1) LM FLER, A Blank. Assay Control. Standard Curves. Samples.
Sample Control ZEn[fiE#e. WA NI B BN FLIEA . M PAERE Blank.

20




Standard Curves. Sample FLZEE!NHI;

(2) /A)i% Blank. Standard Curves. Sample J&, Mdy “Next” , Hi¥Lan A,

“Blank” (BLK) #E4T%m%4E;
Blank

Flease define the settings of Blark.

Flate Layout ID: ELK Full Fame:
BLE_BFE Blank, Buffer
IRephmes: 1 : I
Colers
Text color: -
Backeround Color: -

[CE=f@|F—5m > [ mH
[[1Do not show wirard azain
o A 7P ND
Replicates: I AZHILIEEL;
—— M 4 =13 3 M
Colors: Xf “Blank” FLHJZIRBEAT FAAMT SO E
(3) i “Next” J&, X “Standard Curves” (STD) #EAT%w%HE
' Plate Layout Wizard [
Standard Curve #1
Flease define the settings of Standard Curwe #1.
Flate Layout ID: ETD Full Hame:
STD, EEF... Standards, reference curwve. ..
Eeplicates: 3
Ceme. 401l walues |Colors
[/]Define dilutions/cencentrations
Type: ’Concentrations - Unit:
51 | 100 2 (Aite
sTDZ | 200 i |_| D Increment:
53 | 400 T ;
sTDe | 200 ElFactor: z
T 1600 | | st
STOT -
= ] |- [ Clear list
fE—$E|F—%w > [
[C1Do not shew wizerd azain

1) Replicates: ¥ ANT—IREFLIIEREL;

21
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2) Concentrations: AR bR iR %Y,

3D Unit: FRoh sl B BLAL

4) Increment: F7nnitih BV B 7 5 g i 1

5) Factor: Fonbrifhih[AIWREE 22 hihafe, Al N /NEECE B8, AT 204G 78 STDI
I NENKEEE, RS STD2. 3+, AN EE S A 3h s,

6) Ratio: Fnbrifhhn WKL ZIBER, AN DEEE B, AnT 208G f£ STDI
RN E NIRRT STD2. 3+, MM EE 2 H 3R,

(4) g “Next” Ja, RHFEFEIEXS “Sample”  (SPL) BEAT 4

¥ Plate Layout Wizard [ =

Sample

Please define the settings of the Sample well type.

ID Prefix: SFL
SPL, MK, .
Replicates: 3 =

Default Conc. \Dil. walues |Tdentification Fields | Colers|

|Type2 Dilutions - I
1 - Auto
= e
= [ |_—_|Increment:
4 DFactor:
5
DRatio:
6
7
8 =l [lear list
These defanlt walues are aszigned to new Well IDs where they can be edited at a later
time.

(Ef®m] =& | [ mBE ]

1 : :
[[1Da not show wizard azain

Type: AJi%EHE concentration B{Dilution, LUK iR HR € X RES . A “5Em”
Je, B S

(5) f£ LR e £ e XIIFLER, SRR AEA M2 A 96 SUBR A EET ik A .

22




"2 Plate Layout LJ‘;’ =B

Select a Well ID in the list on the left, then assign to the matrix,

[Ladde ][ Dekte | 1 2 3 4 5 6 7 8 9 [ 10 [ 1 [ 12

- <Empty>
BLK A

G

H

Serial Assignment

Repicates: 3 14 [i]
[7] Mext Dil,

Auto Select Next ID

tmport | [ Export || Undo [ prnt |

(o J[cancd J[ oo |

D Add: FInLAd P AL,
2) Delete: MIERTL, MR ESeEs “SPLL” 2 KITLA S, A HeAT M
3) Auto Select Next ID : FLE45 Hzhihiu,

o | W] g s

5) Import: ¥ Al B iFIHRA RSN
6) Export: FiAi RS
7) Undo: $#U4H%EIN.

(6) A - AR W R pros
& Plate Layout E] [S[=] =

Select a Well ID in the list on the left, then assign to the matrix.
[ Adduc ][ Deem | i 2 3 4 5 6 T 8 9 10 bl 12
- <Empty= BLK BLK BLK
i BLK (x3)
- STD (x15)
e 100 (x3)
w200 (x3)
Pl 400 (x3)
Lo 800 (x3)
b 1800 (x3)
[~ Sample
L. SPL1 (x3)
i SPL2 (x3)
i 8PL3

Serial Assignment

DN:;:)::TES‘S ﬂ@ ﬁ Import ][ Export ][ Undo ][ Print ]
[¥] Auto Select Next ID HH (i ] e

) .ﬁ%ﬁ protocol, Read fF{FH] protocol.

23




YRR E
{4} Procedure
Plate Layout

;
(1) #edx % Report/Export Builders  pgierhiffData Reduction , HFLANTF S :

Data Reduction Tools Description Data Out Comments

= Transformations £ B\ankTransfurmaﬁon Blank 450 Blank Subtraction
Blank
Normalize
Ratio
Delta
Polarization

Data

E Well Analysis
Kinetic
Spectral Scan
Area Scan

Linear Scan
B Image Processing
Image Preprocessing
Image Deconvolution
Digital Phase Contrast
Z Projection
Image Stitching
Kinetic Frame Alignment
B Image Analysis
Statistics

Cellular Analysis
= Curve Analysis - [ ok [ comeel |[ Hew |

(2) Transformation : 1A E A NECE & S A O HAR AT sk i 2512 5
ZATFLRALERERT, PR T BLK LR, #A-SHEINEHIER BLK FFLAHNZUE, a1 bfr
/N: “Blank 4507 , WNRBEAESE BLK FLRA, MIEA IEUE.

Blank:
Blank Transformation : |
| ]
|New Data Set Mame: | élankedDaE [ LN
[¥] show Color Effect:  <772777>
i i
Lok [ Cond |[ reb |

1) Data In: IEFEEHEAT Blank AbFEAIHIE:

2) Blank Wells: 3E#4ff blank M4L:

3) New Data Set Name: ¥ E #1944 HK;

4) Data Format: ¥ E/RER, FESNEH HHF

24




5) Formula: +HEAR.

(3) Normalize: ¥J—4k

Marmalization Transformation

Data In:

Formula:

Mormalize Tao:

Express results as:

MNew Data Set Name:

Blank 450 A

S5TD2 b

(@) Ratio
Normalized Data
Show
X/sTD2

() Percent

Data Format: <Decmal, 3=

Color Effect:  <Mone>

[ ok ][ cancel | [ teb

1) Data In: 1EFEZEFAT ) — AL PR HidE
2) Normalize To: JEFFHE S M4
3) Express result as: EFHIEERBA, TN EUE B4
4) New Data Set Name: B ¥4 1142 Fx;

(4) Ratio: ﬁﬁﬁ@?£i+ﬁ

Ratio Transformation

Data In 1 {D51):

Data In 2 (D52):

Factor:

Formula:

Mew Data Set Name:

[

Ratio
Show
D51/D52%1

1) Data In 1: EFIE RN BEEDE;
2) Data In 2: EFAENTHIETE;
3) Factor: (¥, AlFshim N AAAEIE;

4) New Data Set Name: & B FTEFE1ILFR;

Data Format: <Dedmal, 3>

Color Effect:  <MNone=

[ Ok _] [ Cancel ] [ Help

25




(5) Delta: PHEUEIRIEITHE

Delta Transformation ﬂ
Dataln L: ’ -]
| Dataln 2: | ’ -]
New Data SetName] — Delta Data Format:  <77777>
Show Color Effect:  <?7777>

051052

[ oK ] [ Cancel ] [ Help

1) Data In 1: iEF/ENBORE I EHE;
2) Data In 2: IEFEAENIREHIEHE
3) New Data Set Name: B FTEUHHE 2 HK;

(6) Custom: B AREENX

T orme o — =
bataln: | -
[ Select multiple data sets. .. ]
New Data Set Mame: Data Format: <Decimal,3:
Show Color Effect: <None:>

Formula

Use sindle formula for all wells
Plate Formula:

Open formuls editor

1 2 3 4 5 5 7 8 9 10 # 12
BLK | BLK | BLK

A

g | SWD1 | STD1 | STD1

o | STD2 | sTD2 | STD2

p | STD3 | STD3 | STD3 |

¢ | STD4 | STD4 | STD4

£ | 5TD5 | STDE | STDS |

G | SPL1 | SPL1 | SPL1

y | SPL2 | SPL2 | SPL2 |

Unda [ ok ][ caeel | [ hep

1) Data In: GEEEEIALIEIEHRE:

2) New Data Set Name: B #4142 Fx;

3) Formula: AR HE;

4) Use single formula for all wells: Kfit5AZEH T4 il Fou Bl i) fLgE4T
TR, AT AL, MANAREERERT AL

Formula Mode
[T Use single formula for all wells () Edit Formula

(@ Difference Between Rows
Current Formula:

() Difference Between Columns

Direction: @ A-B/f1-2 (1B-A[f2-1

Open formula editor [ Apply to all wells

26




5) Difference Between Rows: A DLHEATAT[A]A)ZAETHEL, Fi&#ET7M, A-B/1-2 FIRM
TR IT AR 2 EB AT 5

6) Difference Between Columns: W] LAREATHUIMIZMEITHE, HEFEITM, A-B/1-2 FoR
MNTE I U8 25 A 1R B«

7) Open formula editor:

Formula Editor

Formula

Functions well IDs Data Sets

AES = BLK DS1Q) B

AND 5D

cone s (2] (&) (s] ()

COUNT 502

cv 5703 Variables B

- o : ) ) W
+

Exp £ STDS WELLID .

FTEST SPL_ALL .

IF SPL1 [I]

LN SPL2 Curve Parameters

LoG

MAX

MEAN Tl

MEDIAN

MIN

NOT

COR

oW gl

[ o ][ conel | [ heb

8) DS1: #/~ Data in WFEERMIEIE;
9) X: TR UETFLA AIEAE
10) WELLID: ARZFREEAHMIEIE-FIYE;

(7) Data Reduction V Variable: &M FvH5& 75 ZAd H [E & {8 AR IE R 7 B HA F & .

Data Reduction Variable u

Data In: [plank 450 -

[ Select multiple data sets... ]

Formula:
Format: <Dedmal, 3> Formula editor
Mame:

[ ok [ cancel |[ Heb

(8) Well analysis : XF2h/2#BOERE S A5 21 Bdm 21T 0 s
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(9) Kinetic Analysis: Zh/i%otr, BRIKARTW T

Kinetic Analysis
Label: <default>
|Daiz| In: | l4?0‘53.0 vl
Calculation Type Select the data to show:
(71 Mean V' [ | Data Format Color Effect
= Max WV <Decimal, 2= =Nenes
@ Max v 1 |
: [ | Intercept <Decimal, 0= <Blue scale=
() Mean MinMax RFU + :
[ R <Decimal 3= <None=
_) Mean, 5td Dev, CV r T
SR i R-Squared <Decimal, 3= <hone=
() Onset RFU tat Max Vv <HH:MM:55= <None>
() Integral Lagtime <HH:MM:55= <Nones
() Farmula B Max W Calc - t min <HH:MM: 55> zNone=
[ |MaxV Cale-tmax <HH:MM:S5= =<Nong=
“ Calculation Options... l | [ oK ] I Cancel ] [ Help

1) Data In: UE43EEALERAHARE;
2) Calculation Type: Mean V CFHIFIZE) , Max V (g ARIH) , Mean Min/Max RFU
CP 8 KB N IAE B EAE) » Mean, std Dev, CV CPHME. Frfifnz. &5 &
¥ , Onset RFU GEIGDLIE) ;
3) Select the data to show: HR¥EZRTMITHE AL, SoA5 0] BLISAE AT kAT 203%,

MIATR2, YA,

4) Calculation Options: &#sh 121t KK TE]TE ],

Calculation Options - Max V

D& (GIEREN I {EEE S A E

(Cx

| Calculation Zone

UUse all available reads

(@) From Time: 0:00:00 0:02:00
From Read # |1 To Read # 13
V calculation on 2 points
Units
@ mRFU I RFU
per Minute v]
[ QK ] [ Cancel ] [ Help
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Standard curve: £ T
DAFRUEHIZE 04T i, 164§ Standard Curve 1EIT, HILAN R F:

Data In
o — —
Standard Curve &
_— —
Curve Hame: élt-cll:c.:urve
Data Il'l“l:u.rve Fit I Data Uut|
@ Gererate Curve(s) from Current Plate
Well ID: STD - | Standard
I Axis Data: [Qoncentrationstilutions> v]
T fxis Data: [ ,]
Use Curwve from Calibrator Flate
Curwe Hame
I
, C# )58 ) #)

1) Curve Name: i ANRHZRIIZHR
2) Data In: JEFERNZH XV BAEXS N AEUE s

Curve Fit: HiZRIE TN

Standard Curve . —— - X ]

Curve Hame: Stdlurve

| Data In || Curwe Fit“]]ata Dutl

Curve Fit Method T hxis Data
® Linear Regression [¥] Use averagze of replicates
) Horlinear Regression |4 Farameter . Weighting:
) Edit
) Polymomial Hegressionm Degree: |2 % | Hone T
@ Point ts Point Extrapolation Factor: 1.1
) Spline Smoothing Factor _-D Parameter Constraintsl
@ Hone (Estimate all)
i Axiz Transformation ) EI
& i 2 |
i T @ Hone @ Log Y Axis Intercept: /
1 @ Home () Log () hdvanced Edit
||
i Formuala: T=Ax{+E
[
| [ e || =& || Zz |
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1) Curve Fit Method #EH &4l &2,
Linear Regression: Z&{k:[A1H
Nonlinear Regression: JEZEiHE (=114
Polynomial Regression: Z Uiz [d]H
Point to point : fXJAd
Spline: FfE45HIZE
2) Axis Transformtion: X. Y FJZHEKHR “None” B(F log;

3) Extrapolation Factor: AMERTF, X8 HbRHER ERIREAR I THESR

4) Parameter Constraints: ZEZ ik

Data Out: H¥E%n Hii%k I

Standard Curve ! — —

Curve Hame: Stdlwrve

| Data In ! Curwe Fit I Data Out | |

Concentrations Interpolations
[ Caleulate Concentrations = Type Formula |:
Data Set Hame: -[lCc-ncen;.;'a;..i o] 2 _l
Data Format: Tecimal, 3> 3
Color Effect: <Noner :
DCalr_'ulate Concentration x Dilution 2
Data Set Hame B S
Data Format: <Decimal, 35 ¥ Value Format: Tecimal, 3>
Color Effect: <Hone> ¥ ¥alue Format: Decimal, 3>
Report Responze % EC<R>
Interpolations as:
([ me ) ®mA [ #h |

1) Concentrations: & X IHHAEN 4 HK;

2) Interpolations: fEiZXHEHER; AILLE LI Z 20V (A3,
6 GRED Bt ek, HFRRERMEIZL b

3 HIRBELEH ST 0K RIFIE:
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(11) Qualitative Analysis/QC

Replicate Rejection: Ta7i& s d il 2N IS LEARF& F ARl 2, D IR W] DL IX
—L

T e )

Data In: [ v]

well 1D [ 4

Valid condition:

Formula editor

Method: Reject all invalid replicates ']

[ oK ] [ Cancel ] [ Help ]

(11) Cutoff: IfiFE B E

Cutoff

Data In: [ -

Round values before evaluation

Significant digits: 5

Symbaols

- {Define from lowest value to highest value)

Cutoff Formula 1: ] —

Cutoff Formula 2:
Cutoff Formula 3:

Cutoff Formula 4:

Open formula editor

Value Format: <Dedmal, 3=

Qut-of-Range Symbols

Values below range: 1OUT‘ Font Values above range: ouT+ Font

:

T

1) Data In: MEFEEHEAT 70 2RH%HE:

2) Symbols: HIAZFFEI/RIIARIN;

3) Cut—off : FAIMFE, ImFHEAT LS, WATblR AXEEF L. (HELIRTT
FeHER . BEAT o3 IR B e R — A R IARE (1. 6) FEATELEL, AT 58— I FU1E
WMERA” Tow” , WRKTETHE-DMIGFE, WERRN “high” , HARKIKSEHE, 7T
BEE AN F G ¥ 53 Fehrif o
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(13) Validation: ¥ I&{H % B EIN

Validation r — - e

Label:
Data In Read(s) [ alid Formula -
1 | | I
2
7
4
5
8 4
g 4 { { ol
[ Abort data reduction if validation fails or cannot be evaluated Open formula editor
Condition Statuses
Valid: valid Unable to Evaluate:  Unable to evaluate
Invalid: Tnvalid
Error message: ‘ Font
[ OK ] [ Cancel l I Help I

1) Validation J&—RAMAIWIFRAE, FHRIPAGRAF B0 2 5 1& BT IS T 5, Genb
FE £k 50 AMEIRARHE. FRGERUE, EETAIGARAE RIS (R4 S 06 45 5RAE
AR =ASHEHEHEAE ) «

2) Valid Text:Z&fUCHL;

3) Invalid Text : ZFAFAILED, RIS RATEE AR Unable to Evaluate Text: Ul
RIEPEIBIEAREE RS, ATRE S DU AP L. B TS s OK.

(14) ZPrime: HtAfijmhEx B4, XA HERBCER, JFHEHEDEPFAT
fL, SETHRERT LME T o HIR A 5E it B S 08 e 58 0 AT (10 P A

ZPrime Calculation |t
Data In: [ -
New Data Set Name: ZPrime

<Best Fit, 3>

[ OK ] [ Cancel l I Help

1) Data In: SEFEE T HIESE
2) Well ID: EFEAIFLAMIFL;
4) New Data Set Name: B HTEHE K2R
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MR EARAR

Plate Layout

port/Export Builders| s b Report /Export Builders , HELLIF 51 :

Mame Scope Content [ Mew export to Excel...

)
[ New export to file... ]
)
|

| NewReport...

i Edit...

| Delete |
| ouidBeport... | | Clpboard... | [ Goe ][ rep |

(2) WHEFHAERN Excel i Text FICHE, BT FH:

& New export to Bxcel.

bs

Hame: Exportl

Properties
Content
Scope:
Options
S @ Flate
Workflow Most common. BResults are grouped by plate.
File Fatient / Sample
FEormat For reports only, Results are grouped by patient / sample.

This iz useful in the case of panelled aszays for example, where multiple results are
available per patient / sample.

Content:

@ Automatic
Content is defined through a list of checkboxes.
This feature allows fast, easy creation of report and export files.
There iz limited control ower the formatting.

() Custom
This feature allows full control ower the content of the export file or report, as well as
extenzive formatting optioms.

e [ EA || b

(3) WEFEFHFHHINE, BEMRIE AT 0K, iy “Close” MR S HRIXE .

4 }ﬁ%ﬁfﬁﬂ, IRIESRIRTENNE f R, ARG R B BRI ] 42, THIRTRR, #5938

=]
B4R, Mbata A TS EAAFLE, il iﬁﬁﬂ%ﬁ:
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Matrix |Siaﬁshcs' | += &
Data: Blank 450 Edit Matrix
5 6 7 12
450
A | - Blank 450
Create new Matrix...
B -0.010 | 0020 0.040
C | 0.000  0.030 0.060
D | 0020 0050 0.080
E | 0040 0070 0.090
F 0060 0080 0110
G
H
[ Eat [ Mesk |

(5 ﬁ%ﬁsﬂ%ﬁﬁ@&i%}%ﬁ%&%ﬁﬁ*

(V) Take 3 #RFHI{HH

L RS, R “Read” , AEE IS/ BRI,

.o
= ™ Task Manager

e
D New...
‘ @ Existing protocol...

Recent
iProtocol2018.7.5.prt

Protocols
T — Take3 Application:
i Mucleic Acid Quantification
‘x {Protein A280
Setup

( = ]

2. P, EFERER, HIMRERM, EHFEENILSBMEE R, REHATIRA)E.
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Synergy %% IhREEEHR XA P48 B F Mt

%K BioTek | #5 | Synergy% AR AS | Gen5 3.03 #3571, 4571
I ReBEFR X

Take3 Plate: viel Type: :] Sample Type: dsDNA -

Wavelengths: 260 (Peak), 280 (Ratic), 320 (Ref.) [5can 240 - 300 nm with 2 nm step

well Type: O Blank = | 1 2 3 a4 5 & 4 8 ) 10 11 12

1) FEMZEAL: dsDNA, RNA, ssDNA;

2) FLAKA. R CEIRERES ), BioCell, BEfhitn CEIAR#EEL (L) |

3 WA R AR EAR SIS EEORIEBEAR (RIS ) ok T Aid . B HEhit RS A
SEYE AR A, FREEATRE S IR A

3y InAE: FTIFER IR, INEEE & EAMER IR SERE S S (ERRAe IR 2-5u L.
BioCell: MIFEEACET A9 A1 HO {78, FE#{RMmEEFLAEALM, &R RIECR 2T,
FRUELC I, IIFE A ZERERCT E10 FIELL 78, FFfRtb e mEmsLEE N ESE, &

BT EA L.

A ARSI PR AT KA -
IFESERR,  m A A A2, B2 S R BT U & R A DU A
HREG L, BhORBEAS IR AT AL SOEREIR G AL A8 mdifisg, XEs Al pasil.

5. e )E, WS ANHE R AL BT RE CVe (N/NTF10%, 41K 10%,

MR E B, SRR , JREORERIAN, SEdiE, RSB S
HE Excel, EFIRAARIT] .
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(T TSR

L %k Priming AT TAGERRAE L

2. ¥ 50 FH ARG A, ¥ inlet BTN

3.8 ik System—>Instrument control->{X#%> Prime, 434 Dispenserl /
Dispernser 2, PrimefAFILA2000ul NE, B ABHRMRM, XL 2m.

Instrument Control - Synergy H1 (Com1) | 2
Information I DoorfCarrier IPre—Heatingl Frime |Dispense | Shake |
Dispenser
[ Initialize |
Connected: | Tes
> Maint
Initialized: [Tes [ b ]
Frimed: |
e Volume: 1000 ML
Injector Fosition:
e Rate: H]
| At top probe e set
[ Frime ] [ Furgze ]
Dispenser Type: Vertical
Clase ] [ EERh ]

4. BSERRSERE, N T AR, ATBLRT Purge 8 B IR HE .
5. ME I B T RSEIR AT, AT LA K 7 506 AT I . AR B AR A D 3R
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—. %N

IR EORA S, ATDURIE AR B, R RAE TR 1 RSB ia Bk

(R REPREASERE, AESSRAR, R

DNA ¥R & i 5E
EE: EESRITES UV R

Read Step 2550
Step Label: <deﬁult> Full Plate
Wavelengths
o1 @2 B3 D4 D5 6
260 280

7] Wavelength Switching per Well

[ Pathlength Correction Edit

ELISA #] (TMB) — iy K450nm, Z#% i K630nm, 5o 2dk47 5dE db B

][Canoﬂ

)

Help

Read Step ﬁ
Step Label: <default> Full Plate
Wavelengths
@1 @2 @3 o4 )5 6
as0 530]
[T wavelength Switching per Wel
[ Pathlength Caorrection Edit
ok | [ canedl | [ Hep




Delta Transformation ﬁ

DataIn 1: [45.3 .l
DataIn 2: [533 ,l
New Data Set Name: Delta Data Format:  <Decmal, 3=
Show Color Effect: - <Blue scale>
Formula: bS 1Ds52
[ oK ] [ Cancel ] [ Help

9 AT M — 18 FIIEE A

Read Step 43

Step Label: <default> Full Plate

Filter Sets

D1 @2

Filter Set: IBlue v] [G(eeﬂ v]
Ex: 360/40 Ex: 485/20
Em: 460/40 Em: 528/20
Top 400 nm Top 510 nm

Gain: 35 35
[ Options... ] [ Options...

[ Filter Switching per Well

Edit

Read Height: 7.00 mm Auto-Adjust...

Tir

o | [ cancel | [ mep |
AN TG A
Read Step li

Step Label: <default>

Wavelengths
@1 z 73 4 )5 6
Fluorophore:
Excitation: 485
Emission: 528
Optics Position: Top -
Gain: 100

Wavelength Switching per Well

d Edit

Tirne resclv

Read Height: 7.00 mm Auto-Adiust. .
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H‘ ‘El C.“ﬁ\

Read Step _
Step Label: <default>
Wavelengths
@1 2 @3 D4 o5 6
Fluorophore: i
Exdtation: 485
Emission: 528
Optics Position: Top - I
Time-Resolved Fluorescence Options %1
Gain: 200
Options Delay before collecting data: 100 psec
| Wavelength Switching per Wel Data collection time: 300 psec
S E— ) e (o
Time resolved options: Edit i
Read Height: 700 mm Auto-Adjust...

[ ok | [ cancel

) |

Help

]

Delay before collecting data A1 Data collection time IFiRFE ML HE K E

RIS

Head Step - e
Step Label: <default> Full Plate
Wavelengths
@1 ©2 53 T4 s @6

Excitation:

Erni

Gain: ‘1.35

Wavelength Switching per Well
Integration Time: 0:01.00 : MM:55.85 Edit
Read Height: 1.00 mm Auto-Adjust...
o ] [ema ] [ )
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=. HEEPHERIERER

(1) HAESHECAES 2, N T IRFRIEE S 88 R mthae, MEHET/EEREH LS
FKMPEE R, HHEEFRREE RS, RF5ET6 G 5 KR RPET
AAART77%:

[a—r

o HRENLG ERFRAR O L, B LIRS
PSR RO THEA A BT IR

RS TR L

- AEPINRFD A I ZE K B 22 B 7oK, PR IRAE TR b, AR E RS SR
BRSNS SRIERTT, BEE IR E A .

5. fEGen 5 #fFW, #%# System—>Reader Control->Synergy * (Com<#>) ( “x” AU #%
g, 87 NEFTEAERERS) .

6. R “Dispenser” Fr%s.

7. % “Dispenser” WHEN “17, “Volume” ¥'E AN 5000 ul, fAii “Prime” %4,
B VRS EEIERGZ R EEIES), MK IR, ARSI RS, BTN
FEFEAE N . AR, ARAAEARAKIR: WRRBIRK, FF RS E
PHAT A IR

8. ¥ “Dispenser” WHEN “27 , RFERLL BT 7.

9. FERE, BERRERIER IR HE T,

10 [FJ ERF 2504 R A T 25 BRI B Sk HE T A R VR A -

> W N

(2) BFRIEEREAIEVE:

BRI B AT L Snl,  PRILH P /5 2 IR =S AE
S LTSS, SRR BCT HEVER,

FIFNI AL KIS Ve LA, R /IRl It EL A 8 R B Tt
SRJE MR T, KA (o] B B ALARFE 2R |

(3) VLT MITEE:

N3 G A R 2B AR HER, A€ R e BT E T4
MBI R AE Ve REEFEARL, IR N5l e H A%
FRERIEE, ARE MR T
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(4) AEHIHIE AR SN 5E, TR TKEARK . W To g A s g R (AT
UL 0 R AT

DI S IR, IF4RCT IR,

R LA K BT CEGIAT MK TR |, BB,

A T Ve, A — BT I K B TE g A P AR Ah 7 — i T T B TR S A
BT AT W AR T

(5) EAF=AHAREMFEHIECH K. BTERIES RBEDCASE, AEBUH T BIT#H
k.

(6) “AHOERNAELEN A FEFR, THEWIENgET . b TRIEWIOERM, A
B BAT#RAE

(7) PR BN Sk S /DA = A A AURRE — O, IR B A P ) (2 o I 1 4
M FARLERAE, ARV BAT A,

(8) A WA PRl 2 AN A5 PR A B s s o (ot 00 80 v X 9 A5 S B, A 7 AT
TR B TR, ANV BT HRAE.
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2. H R B2 % (5
(1 o

AN B DNA WREENIE JEEAESR UV IR

AL VERHERE IR
(2) FOLRN R AES BER
(3) oA R A TR

Fi3%

e JE ity

3635 Corning Life Science | 96FLUVHR, AT 347260nm/280nm DNA/RNAR% R
SE, 1B IR

9017 Corning Life Science | 9641 3% B )& b 45 & 1B bR

3601 Corning Life Science | 96FLi% W) B4k & JIREPRR, H TR G
e Rl

3631 Corning Life Science | 96Li% )i B R AN FEIRAR, H T IRH% G
AE2E A A

3925 Corning Life Science | 96l 74 B mah & LI Betat, FIT Iiapw
SR

3915 Corning Life Science | 96FL°F )4 B AR EEEEIRM, H T TEEIAH
e[ e iR

3922 Corning Life Science | 96fL°FJE4 A mah & I Btat, AT 4561
A=Y -% 7 5wl

3912 Corning Life Science | 96FL°F )4 A B AR W IEEF bR, HTIEL
AP 2R R R

730. 009-QG Hellma 0 S b (FL426. 6, 112, 5, JE/E2nm,
300ul A &)

730. 009B-QG Hellma WA (FL486. 6, JE12. 5, JKJE-2nm,
300ul F &)
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3. Error Code (FR4EACHE(EE)

Code

Description and Possible Remedy

2353

Expected plug/hole/filter not found in filter cube

This error indicates that the filter cube is not installed and is required for the read. Install the filter
cube or check that it is installed correctly.

2700

Error attempting to run the barcode scanner SET command

A response returned from the scanner is invalid.

2701

Error attempting to run the barcode scanner SET command

The command message is calling out an invalid barcode location. Valid numbers are 1-4.

2702

Error attempting to get barcode scanner information regarding one of the barcode types

The barcode type returned by the scanner is not one of those expected.

2703

Barcode type is not supported

One of the four barcode types is not supported by the scanner.

2704

Error disabling start/stop character transmission

While attempting to tell the scanner to disable the transmission of start and stop characters along with
the barcode value for the Codebar barcode type, an error occurred.

2B0OA

Priming plate not detected

2B0x

Dispenser syringe 1 or 2 (respectively) did not home
x=1-3

Generally, this error indicates the syringe was not properly installed. Make sure the syringe’s
thumbscrews are properly threaded. (Refer to the Installation chapter for instructions.) Restart the
reader.

2B04

Dispenser syringe 1 or 2 (respectively) failed position verify

Generally, this error indicates the syringe was not properly installed. Make sure the syringe’s
thumbscrews are properly threaded. Restart the reader. (Refer to the Installation chapter for
instructions.)

37x0/47x0
38x0/48x0
39xy/49xy

Noise Test Errors
Offset Test Errors
Dark Range Errors

x=0, 1; y=0-6

This series of System Test errors may indicate too much light inside the chamber. Make sure the plate
carrier door and the front hinged door are properly closed. For models with the dispense module, if the
dispense tubes are not connected to the reader, re-install the light shield that shipped with the
instrument (or cover the hole with black tape). Restart the reader.
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4Fxy

Fluorescence signal out of range.
x=0, 1; y=0-6

Too low of a reading indicates a light signal problem. Ensure that Gen5 Fluor/Lum wavelengths
table matches the actual filter installed in the filter cube.

40xx

PMT overload well error at <well #xxx>

This error typically means that the fluid in a well has oversaturated the PMT (i.e., the well is too
bright). Try lowering the sensitivity value in the read step.

To identify the well:Wells are counted starting at A1, moving left-to-right, row-by-row. The row and
column of the well can be extracted from the well number code by applying the following formula
(example uses 8 x 12 geometry, 96-well plate):

1. Convert the ASCII hex string to a decimal equivalent. Ex: “057” indicates 57 hex, yielding a well
code of 87 decimal.

2. Row = (well code) / (columns in plate), rounded up to a whole number. Ex: 87/12
= 7.25, indicating row 8 (or H).

3. Column = (well code) - ((row-1) * (columns in plate)). Ex: 87 - ((8- 1) * 12)= column 3.

NOTE: If this code is returned during an area scan, it indicates the scan point corresponding to the
row/column equivalent in the currently defined scan map, NOT the actual well where the error
occurred.

4Exy

Detector saturated (too much light). Relative Fluorescing Units (RFU) reached (99999).
X = Fluorescence channel Fluorescence/Luminescence Channel
Mono optics reference channel

Mono optics PMT channel

Top filter optics reference channel
Top filter optics, top PMT channel
Top filter optics, side PMT channel

Bottom filter optics reference channel

AN L A WD = O

Bottom filter optics PMT channel
Y =PMT Test Type Code

Connection Test 0 PMT not connected
High Voltage Test 1 Failure during test at higher voltage
Low Voltage Test Failure during test at lower voltage

Well Overload Test Failure during test at well

co W N

Background Overload Test Failure during background overload test

OR Y = filter readset

This error can indicate one of several scenarios. It is possibly due to incorrect chemistry, e.g.,
the fluorescence standards dispensed to the plate exceed expectations.

For models with the dispense module, the internal chamber may require cleaning (contact BioTek
TAC).

If a 4E18 error is detected during monochromator-based fluorescence, the luminescence probe may
be picking up stray light. Try installing a plug in the filter cube. Restart the reader.
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Fluorescence wavelength not found in table

This error indicates that the wavelength specified in the procedure is not detected in the instrument’s
filter table. In GenS5, verify the Fluorescence filter table has the wavelengths loaded into the reader.
Compare the contents of the table with the filters installed in the filter cube (see the Gen5 Help system

for more information). Restart the reader.

50xx 510x | Axis failed to home
Top filter optics, lower filter/mirror slider 03
Top filter optics, upper filter/mirror slider 04
Bottom filter optics, filter/mirror slider 06
Generally, this error indicates the filter cube is not seated properly in the reader. Remove it, ensure
each filter or plug is properly positioned and reinstall it securely. Restart the reader.
540x Filter cube failed positional verify

Top filter optics, lower filter/mirror slider 03
Top filter optics, upper filter/mirror slider 04
Bottom filter optics, filter/mirror slider 06

Generally, this error indicates the filter cube is not seated properly in the reader. Remove it, ensure
each filter or plug is properly positioned and reinstall it securely. Restart the reader.
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ERERRS
%15 : GeneGroup005

Gene Brightens Every Life- BioTech Connects the World
BERMTES - EYRAERZEHSR

WARIETTE “BE R & 5 IR 5 S AR5
A AT T R, AT DA o [R5 i IR 55 o B Bl 2 IR T B FmT
R, ] LA s IR AR 3R] 6 e A 55 1 BA o

N

bR b dE X . 010-51665161-222
TEZR LR HIX . 021-64951899-230
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